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Detailed protocol 


All our data and scripts from raw to figure generation are provided online here: 
https://www.sarscov2-austria.org/our-publications/popa-genger-2020/ 


For the viral genome assembly in particular please check here: 
https://github.com/Bergthalerlab/SARSCoV2_Code/ 
in the file: 


SarsVirSeq_VariantCaller.py 
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